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Heterogeneous ribonucleoprotein (hnRNPA1) is a documented tumor biomarker known to be aberrantly expressed in many 
human cancers. However, to our knowledge, its prognostic value for surgically resected hepatocellular carcinoma (RHCC) for 

high incidence areas of China has not been described and relationship among hnRNPA1 expression, preoperative NLR and PLRhas 
notunderstood. Methods: We retrospectively measured hnRNPA1 expression in twoindependent cohorts of HCC patients who 
underwent surgery to remove the primary cancer at one center in Fujian, China, an area with a high incidence of HCC. quantitative 
reverse transcription-polymerase chain reaction (qRT-RCR), western blot analyses and immunohistochemistry (IHC) were used to 
quantify hnRNPA1 expression in surgically RHCC tissues. The survival curves were estimated by Kaplan-Meier analysis and the 
prognostic significance of hnRNPA1, Neutrophils to lymphocytes(NLR)and platelets to lymphocytes(PLR) were analyzed using the 
log-rank test. The identification of relevant prognostic factors was performed by multivariate Cox regression analysis. Results: Both 
qRT-RCR and western blot analyses revealed that hnRNPA1 was upregulated in HCC tissues. hnRNPA1 was overexpressed in 
tumor tissues of patients with recurrent HCC (cohort one,54 patients).Differential hnRNPA1 expression was measured in 426 tissues 
from HCC by immunohistochemistry(IHC). Among them 259 showed high hnRNPA1expression, whereas the other 167 had low 
expression of hnRNPA1. High hnRNPA1 was significantly related to Preoperative serum α-fetoprotein (AFP) > 400 μg/L (p <0.001), 
NLR (p < 0.001) and PLR (p < 0.001). Moreover, multivariate Cox regression analysis confirmed that high hnRNPA1 expression 
was strongly associated with disease-free survival (DFS) (HR,2.009; 95% CI,1.473-2.739; p < 0.001) and overall survival (OS) 
(HR,2.412; 95% CI,1.864-3.455; p <0.001). Multivariate analysis confirmed that higher preoperative serum AFP had an unfavorable 
impact on OS (HR,1.573; 95% CI,1.163-2.127; p=0.003); higher preoperative NLR had an unfavorable impact on OS (HR, 1.911; 
95% CI, 1.280-2.851; p=0.002) (cohort two,426 patients). Conclusions: High hnRNPA1 expression has prognostic value for poor 
survival for RHCC patients, and detection of hnRNPA1 with IHC may be promising for estimating survival for RHCC patients in 
areas with high-incidence for this disease in China. hnRNPA1 expression and preoperative serum AFP (> 400μg) offer a better 
biomarker for our specific population. there may be a correlation between hnRNPA1 expression and biological markers of systemic 
inflammation.
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