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Despite the beneficial value of crude oil and its derivatives to the country’s economy, it could have a huge adverse impact on the 
environment specifically when accidently spilled to the water and soil; thus, makes it as an environmental catastrophe. This study 

addresses the role of identified microorganisms as hydrocarbon degraders to be used as an eco-friendly solution in oil spill bioremediation. 
Successfully, 19 bacterial isolates were recovered from different habitats including crude oil wells, soil treated with diesel, oil 
contaminated seawater and surface hydrocarbon sediment. The isolates were assessed for degradation of different hydrocarbon 
compounds by agar hole-plate diffusion method. Results indicated the recovery of 9 isolates namely (2A, 1D, So1, S1A, S3, KF1, SO2, 
AJ1 and 2B) which were identified as positive degraders for one or more of the tested hydrocarbon compounds including diesel, 
pentane, hexane, heptane and tetradecane. These isolates were identified biochemically using VITEK 2 microbiology system as 2A 
(Pseudomonas stutzeri 97%),1D (Kocuriakristinae 92%), SO1 (Staphylococcus aureus 93%), S1A (Leuconostocmesenteroides ssp. 
Cremoris 90%), KF1 (Rhizobium radiobacter 99%), and S3 (Staphylococcus hominis 96%). Almost all of these isolates were able to 
utilize heptane as a sole carbon source for their survival with the isolates SO2, S1A and S3 being the most potent ones observed by their 
growth around the agar hole-plate. PCR analysis of the positive hydrocarbon degrading isolates for the presence of alkBgene showedtwo 
groups with different band size products; group 1 (G1) (~330 bp) and group 2 (G2) (multiple of 330 pb). This may imply that alkB gene 
can be found in multiple homologues as shown in G2 and each one may cover degradation of specific carbon number range in the tested 
hydrocarbon compound. Rapid evaluation of hydrocarbon compounds degradation by the native microbial communities was shown to 
be successful with considerable biodegradation role exploited by the recovered isolates.
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